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Caperea marginata

Balaenoptera omurai

Balaenoptera musculus
Balaenoptera physalus
Megaptera novaeangliae

Eschrichtius robustus
Balaenoptera edeni
Balaenoptera brydei

Balaenoptera borealis
Balaenoptera acutorostrata

Balaenoptera bonaerensis
Balaena mysticetus

Eubalaena australis
Eubalaena japonica
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Physeter catodan

Kogia breviceps
Odobenus rosmarus rosmarus

Monachus schauinslandi

Erignathus barbatus

Cystophora cristata

Phoca largha
Phoca fasciata
Phoca groenlandica
Phoca vitulina
Pusa caspica

Pusa hispida
Halichoerus grypus
Pusa sibirica
Hydrurga leptonyx

Lobodon carcinophaga
Mirounga leonina
Leptonychotes weddellii
Dugong dugon

Trichechus manatus
Berardius bairdii

Inia geoffrensis
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